| Ethical statement
The present study was approved by the ethics committee of ma- 
| Histopathological diagnosis
In this study, tissue samples were collected from biopsies of colposcopy or operations, including cervical conization and/or loop electrosurgical excisional procedure and/or hysterectomy or radical hysterectomy. HSIL (CIN2/3) and ICC (SCC or ADC) were diagnosed according to the standard criteria. 20 At least 2 experienced pathologists evaluated the patient specimens.
| HPV genotyping and PCR
HPV genotyping was tested using HPV Geno-Array test kit (Genetel Pharmaceuticals CO., Ltd. Shenzhen, China) with American ABI 7500 β-Globin gene and pure water were as positive and negative controls to confirm the accuracy of the PCR result. All experiments were carried out in accordance with the manufacturer's instructions.
| Statistical analysis
Data were analyzed with the SPSS 16.0 software (SPSS, Chicago, IL, USA) and Prism 5 software (GraphPad, San Diego, CA, USA). The chi-square test was used in our study, and P < 0.05 was considered statistically significant. 
| RE SULTS

| The overall HPV prevalence
| hr-HPV genotype distribution
Among the HSIL individuals, the most prevalent hr-HPV genotype Figure 1 ). 
TA B L E 3
The HPV genotype distribution in SCC and ADC patients Figure 2 ).
| HPV infection among women of different ages
None of the ICC patients was infected by lr-HPV. Among the 129 cases of ICC, the infection rates of both HPV and hr-HPV were 66.7%, 62.2%, 58.6%, and 78.6% for women aged 25-34, 35-44, 45-54, and over 55 years old, respectively. There was no statistical difference among the different age groups (P = 0.335) ( Table 5 , Figure 2 ).
| D ISCUSS I ON
Previous study has confirmed that HPV infection, especially hr-HPV, is the main cause of cervical cancer. 21 In addition, persistent HPV infection is related to the development of cervical cancer. 22 However, there is a contrast between different countries and areas on the genotype distribution of HPV infection. 23 Therefore, in this research, the prevalence and distribution of HPV genotypes were discussed in Ganzhou, China.
The previous studies from different areas in China proved that the overall HPV infection rates were 22.4%, 16 38.3%, 17 TA B L E 5 The prevalence of HPV and hr-HPV in different age groups of ICC (n, %)
